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Main Research
Projects

@® Antimicrobial susceptibility of obligate anaerobes

Obligate anaerobes are a major constituent of nhormal flora in humans and other
animals. In addition, they can be recovered from individuals with endogenous
infections, such as cervicofacial, dental, respiratory, intra-abdominal, soft tissue
infections. Determination of antimicrobial susceptibility of obligate anaerobes is
crucial for effective antimicrobial therapy. However, it is often difficult to
determine antimicrobial susceptibility of obligate anaerobes recovered from
clinical samples in routine hospital diagnostictest, so only limited information is
available on empiric therapy. We therefore aim to analyze the antimicrobial
susceptibility of frequent anaerobes recovered mainly from clinical specimens as
well as from those with severe infections (albeit rarer cases) to obtain
characteristic antibiogram.
@ Pathogenic significance of obligate anaerobes




Culturing obligate anaerobes is often difficult, and flora in infectious disease
lesions and normal flora have not been well studied. We therefore aim to find
pathogenic anaerobes by epidemiologically analyzing the above flora. Moreover,
we are examining known pathogenic anaerobes recovered from patients with
infectious disease with the aim of searching for pathogenic factors in bacterial
cells.
® Antimicrobial resistance of obligate anaerobic Gram-negative
bacilli

Some anaerobes shows resistance to a wide variety of antimicrobial agents, but
its underlying mechanism has been examined in only a limited number of species.
High resistance prevents effective therapy, but factors contributing to high
resistance remain largely unknown in anaerobes. We aim to identify the factors
associated with high antibacterial resistance by examining resistance strains.
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